Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.003 Å; R factor = 0.049; wR factor = 0.137; data-to-parameter ratio = 12.3.
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Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ) . Data collection: APEX2 (Bruker, 2004 ); cell refinement: SAINT (Bruker, 2004) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) ; software used to prepare material for publication: PLATON (Spek, 2009 
Comment
Terpyridine compounds are among the most frequently used tridentate ligands for transition metal elements (Constable, 2008; Eryazici et al., 2008; Schubert et al., 2006; Wild et al.) . However, the similar dipyrazinylpyridine compounds have received much less attention and only a few structures have been reported (Dares et al., 2011; Dai et al., 2010a; Dai et al., 2010b; Vougioukalakis et al., 2010; Liegghio et al., 2001) . We previously demonstrated that 4-p-tolyl-2,6-di(pyrazin-2-yl)pyridine has stronger intermolecular interactions than its isoelectronic counterpart 4-p-tolyl-2,2′:6′,2′′-terpyridine (suggested by a 90°C higher melting point for the former) and their coordination behaviours are also somewhat different (Dai et al., 2010a) . Herein we report the synthesis of 4-o-carboxyphenyl-2,6-di(pyrazin-2-yl)pyridine, (I), the first carboxyl-containing dipyrazinylpyridine compound, via by the Kröhnke reaction in a very convenient one-pot method in quantitative yield which contrasts with the frequently used two-step procedures for preparation of many terpyridine compounds (Schubert et al., 2006) . The molecular structure of (I) is shown in Fig. 1 . Both pyrazinyl rings have their ortho N-atoms anti to the central pyridyl N atom. This conformation is free of possible steric strain between the vicinal C-H groups of the central pyridyl and the peripheral pyrazinyl rings and also avoids the lone-pair repulsions between syn--positioned N atoms (Zadykowicz & Potvin, 1999) as is commonly found for the non-coordinated terpyridine or dipyrazinylpyridine compounds (Dares et al., 2011; Dai et al., 2010b; Vougioukalakis et al., 2010; Liegghio et al., 2001) . The two pyrazinyl rings are nearly coplanar with the pyridyl ring as the dihedral angles between the N3-and N5-containing pyrazinyl rings and the pyridyl ring are 2.21 (9)° and 4.57 (9)°, respectively. In contrast, the strong steric hindrance caused by the ortho-carboxyl group on the phenyl ring makes this ring rotate out of the attached pyridyl plane by 52.60 (9)°. The carboxyl group twists from the phenyl ring by 22.6 (1)°.
The O-H···O and C-H···N hydrogen bonds (Table 1) as well as the aromatic π-π stacking interactions direct the crystal packing. As displayed in Fig. 2 , each planar dipyrazinylpyridine moiety is antiparallel to two other moieties above and below it generating π-π stacking interactions as evidenced by the centroid-centroid distances between the nearly parallel aromatic rings:
The presence of a C15-H15···N2 i hydrogen bond (Table 1 , Fig. 2 ) may account for the fact that the former centroid-centroid distance is a little shorter than the latter. The continuous stacking of the pyridyl and the N2-containing pyrazinyl rings leads to formation of infinite one-dimensional chains along the (100) direction. Between the neighbouring chains there are strong O1-H1A···O2 iii [(iii) -x+1, -y, -z] hydrogen bonds (Table 1 , Fig. 2 ) forming a two-dimensional supramolecular network parallel to (010). There are no significant interactions among these sheets.
Experimental
To 15 mL of a methanolic solution of 2-acetylpyrazine (0.813 g, 6.7 mmol) and 2-carboxybenzaldehyde (0.5 g, 3.3 mmol) was added 10 mL of an aqueous solution of potassium hydroxide (3.57 mol·L 
Refinement
H atoms attached to C atoms were positioned geometrically and allowed to ride on their parent atoms, with C-H = 0.93 Å and U iso (H) = 1.2U eq (C). The carboxyl H atom was located in a difference Fourier map and treated with the riding-model approximation with U iso (H) = 1.5U eq (O).
Figure 1
Molecular ORTEP diagram of (I) with atomic numbering. Displacement ellipsoids are drawn at the 50% probability and H atoms are shown as small spheres of arbitrary radii. Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
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